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1 

2639 
DNA 

Zea mays 



<400> 1 
caccacccac 
cccggcgcta 
ccctcgcatg 
gagcagcgcc 
aatgtcagaa 
tcttgatacc 
gattggcttg 
gatgaccaag 
caagttcaca 
cattgataca 
caagggtgtg 
caaggaggtt 
tacccttgtt 
actggagtca 
tgctgagtcc 
tatccgtgga 
cttcgctggt 
cactcttcat 
ctcactgatg 
gtcatggctt 
ggcaggccaa 
atcatcgccc 
tgaccaccgc 
ccttcctgtc 
ggttcgccgt 
ggaagaaatc 
tggagagcca 
gttcactgcc 
ctacggtgat 
catgacccct 
attcgtcagg 
aaaggaggtt 
tctaagggag 
ccactctttc 



ctcccactcc 
ctcccccgct 
ggccccaaga 
gaggatttgg 
gctgggatca 
acggccatgc 
agcacctact 
tggtttgata 
tacgcttctc 
gtcccagtgc 
gagaaatctt 
gttgctgagc 
aaagaccttg 
tcgttctctg 
tacaagaccc 
gccaagaccc 
gttgtagatg 
tctcttgagg 
cacaccgctg 
gcatttgctg 
aaggatgagg 
agggtgacaa 
cgttctacca 
cttcccacaa 
gaatacaagg 
agcaaggtcg 
gagagaaatg 
aacggatggg 
gtcagccggc 
cgtcccatga 
aacgaccagc 
gaggatcttg 
ggtctgccac 
aggatcacca 



cagttcaccc 
ccacggtcca 
gggagctcaa 
agaaagttgc 
agtacattcc 
ttggcgctgt 
tctctatggc 
caaactacca 
acaaggctgt 
ttgttggacc 
tctctcttct 



tgaaggcagc 
atgctcacga 
gattgaatgt 
tcacatcatt 
ttgatcttat 
gacgcaacat 
ctgttgctgg 
ttgaccttgt 
cccaaaaggt 
tctactttgc 
acgaggaggt 
ctgtttctgc 
ccacaattgg 
caaagaagat 
tcaagatcca 
acatggttga 
tgcaatccta 
cgaaccccat 
agggaatgtt 
ctaggtttga 
aggctgctgg 
tacgcaagtc 
actgcggagt 



tcgtcctc 
aagaaagatg 
gtttgccttg 
cactgacctg 
cagoaatacc 
cccaoragcgc 
cagggojaaat 
ctttartgtc 
ttctgagtac 
agtctcafiac 
ttcacttc\t 
tggtgcttc 
attggccgc 
gcttatcgag 
gagtggtgtg 
caggagcagc 
ttgggctgat 
caaggacaaa 
aaatgagact 
tgttgaggtt 
agccaatgct 
ccagaaggct 
tagattggat 
ttcattccct 
caccgaggac 
agaggagctt 
gtacttcggt 
tggatcacgc 
gactgttttc 
gactggtccg 
gacatgctac 
tattcaggtg 
agagcatgca 
ccaggacacc 



ggcgccacca 
gcgtcccata 
gagtctttct 
aggtctagca 
tcgtcgtact 
tactcttgga 
gccactgtcc 
cctgaacttg 
aaggaggcaa 
ttgctcctct 
ggtagcattc 
tggattcagc 
ttctcttcag 
acatacttcg 
aictgcttacg 
t\cccctctg 
gaVcttgctg 
cte^tggtgt 

aag 
aatg 

gctgcYcagg 
gcagctxjctt 
gctcagqaga 
cagactg\gg 



gaatacat> 



gacat tgat^g 
gagcaat ta 
tgtgtgaag 
tggtccaaga 
gtcacaatcc 
caaatagctc 
atccagatcg 
ttctacctgg 
acccagatcc 



ctcctcgtcc 
ttgttggata 
gggatgggaa 
-tctggaagca 
acgaccaggt 
ctggaggcga 
ctgccatgga 
gtccaagcac 
aggcgctcgg 
ctaagcctgc 
ttcccatcta 
ttgatgagcc 
catatgctga 
ctgatattcc 
gtttcgatct 
ggaagtacct 
catctcttag 
caacctcctg 
atgagattaa 
ccaaggcttt 
cctcaaggag 
tgaggggatc 
aaaagctcaa 
aactcaggag 
gtgccatcaa 
tgcttgtgca 
ctggttttgc 
cacccattat 
tggcacagag 
caactggtc 
tgcaatcaa 

a 

acVgggctgt 
acacccacat 
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960 
1020 
1080 
1140 
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* rt^atcatc gacatggatg ccgatgtgat 2100 

qtgctactcc aacttcaacg acatcatcca ctccatcatc g yy a gggtgtgaa 2160 
cacgatcgag aactcccggt etgacgaga. JJtactgtcc J J * ttccctccac 2220 

gtacggagct ggcattggcc ctggtgtcta cgacatc a acatcct ctg 2280 

agaggagatc gcagaccgcg tcgagaagat 9^cgccgtg * CC gccctgac 2340 

ggtgaaccct gactgtggtc tcaagacacg caagtaca g g ^ aatgaggtcg 2400 

caacatggtc tcggccacca agctcatccg cacccagctt g * * aatttgggtg 24 60 
tttgatagct cc.tggtctg atagcgcgga atg.gcc.gt tg afca tt 2520 

ttaccccctg ttccatggtg ttagtgttag gt * ggctatgttt ctgggggtat 2580 

tcaagatgtg ttctaagttt; gg^gtgtgtg "ttcctt g 99 aaaaaaaa a 2639 

gtgtgtgctt tggttataaa cagaaatgaa atatgcag 



<210> 2 

<211> 765 

<212> PRT 

<213> Zea mays 



^°Ma 2 Ser His lie Val Gly Tyr Pro Arg Met Gly Pro Lys Arg Gl« 

1 5 

Dho TT - n AsD civ Lys Ser Ser Ala Glu 
Leu Lys Phe Ala Leu Glu Ser Phe Trp Asp Gly y ^ 

20 " 

Asp „„ Cl» Lys V.1 «. Thr Asp Leu A,, S.r Ser II. «P «"» 

35 4U 



„t ser Glu Ala =1, Il« Lys "o S.r *» Thr S.r s.r Tyr 



50 55 



Tyr Asp Gin Val Leu Asp Thr Thr Ala Met Leu Gly Ala Val Pro Glu 



65 70 



Arg Tyr Ser Trp Thr Gly Gly Glu He Gly Leu Ser Thr Tyr Phe Ser 

8 5 

, n 1)a Thr Val Pro Ala Met Glu Met Thr Lys Trp 

Met Ala Arg Gly Asn Ala Thr Val rro 11Q 

100 

ti q val Pro Glu Leu Gly Pro Ser Thr 
Phe Asp Thr Asn Tyr His Phe lie Val Pro Glu 

115 Ldu 
L y, Ph. Thr Tyr Ala ser His Lys Ma val Ser Glu Tyr Lys Glu Ma 

130 

,ys Ala Leu Gly He Asp Thr Val Pro v.! Leu va! Gly Pro v.l ser 



145 150 



Ty r Leu Leu L.u ser Ly, Pro Ala Lys Gly val Glu Lys Ser Ph. s.r 

165 

rlu o„ r ne Leu Pro He Tyr Lys Glu Val Val 
Leu Leu Ser Leu Leu Gly Ser lie i-eu 19Q 

180 103 

* n <=«.,- Tm Tie Gin Leu Asp Glu Pro 
Ala Glu Leu Lys Ala Ala Gly Ala Ser Trp He G ^ 

195 zuu 
Th r Leu V.1 Lys Asp Leu Asp Ala His Glu Leu Ala Ala Phe s.r Ser 



210 215 



Ala Tyr Ala Glu Leu Glu Ser Ser Phe Ser Gly Leu Asn Val Leu lie 



225 230 



Giu Thr Tyr Phe Ala Asp He Pro Ala Glu Ser Tyr Lys Thr Leu Thr 

245 ZDU 
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r-n Va1 Thr Ala Tyr Gly Phe Asp Leu He Arg Gly Ala 
Ser Leu Ser Gly Val Thr Ala iyr o y 27Q 



260 265 



Tlp Aro ser Ser Phe Pro Ser Gly Lys Tyr Leu 
Lys Thr Leu Asp Leu He Arg Ser ser r ^ 



275 280 



Phe Ala Gly Val Val Asp Gly Arg Asn He Trp Ala Asp Asp Leu Ala 



290 295 



Ala Ser Leu Ser Thr Leu His Ser Leu Glu Ala Val Ala Gly Lys Asp 
305 310 3 

Lys L eu Val Val Ser Thr Ser Cys Ser Leu Met His Thr Ala Val Asp 

325 



L eu Val Asn Glu Thr Lys Leu Asp Asp Glu He Lys Ser Trp Leu Ala 



340 345 



Phe Ala Ala Gin Lys Val Val Glu Val Asn Ala Leu Ala Lys Ala Leu 



355 360 



w=n Tvr Phe Ala Ala Asn Ala Ala Ala Gin 
Ala Gly Gin Lys Asp Glu Val Tyr Phe Ala hi ^ 



370 375 



t. _ Thr A^n Glu Glu Val Gin Lys 

Ala Ser Arg Arg Ser Ser Pro Arg Val Thr Asn Glu ^ 

385 390 

Ala Ala Ala Ala Leu Arg Gly Ser As P His Arg Arg Ser Thr Thr Val 

405 4iU 



Ser Ala Arg Leu Asp Ala Gin Gin Lys Lys Leu Asn Leu Pro Val Leu 



420 425 



Pro Thr Thr Thr He Gly Ser Phe Pro Gin Thr Val Glu Leu Arg Arg 



435 440 



Val Arg Arg Glu Tyr Lys Ala Lys Lys He Thr Glu Asp Glu Tyr He 



450 455 



Ser Ala He Lys Glu Glu He Ser Lys Val Val Lys He Gin Glu Glu 



465 470 



L eu Asp He Asp Val Leu Val His Gly Glu Pro Glu Arg Asn Asp Met 

485 4yu 



riv Phe Ala Phe Thr Ala Asn 
Val Glu Tyr Phe Gly Glu Gin Leu Ser Gly Phe Ala ^ 

500 505 
Gly TrP Val Gin Ser Tyr Gly Ser Arg Cys Val Lys Pro Pro He He 



515 520 



Tyr Gly Asp Val Ser Arg Pro Asn Pro Met Thr Val Phe Trp Ser Lys 



530 535 



Met Ala Gin Ser Met Thr Pro Arg Pro Met Lys Gly Met Leu Thr Gly 
545 550 

Pro Val Thr He Leu Asn Trp Ser Phe Val Arg Asn Asp Gin Pro Arg 

5 65 

Phe Glu Thr Cys Tyr Gin He Ala Leu Ala lie Lys Lys Glu Val Glu 

580 58b 
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Ul G «iU = O tt-fl E= 



fl5P *i. Ala oiy ii. «» v.i »• =i» *J? Glu "» Ala 

595 600 



Leu .r, Cl» Gly L« «o S « G1 " SS 



610 615 



Asp Trp Ala V.I His Ser Phe Arg He Thr Asn Cys Gly Val Gin Asp 

625 630 

Thr Thr Gin He His Thr His Met Cys Tyr Ser Asn Phe Asn Asp He 



645 650 



lie His Ser lie He Asp Met Asp Ala Asp Val He Thr lie Glu Asn 



660 665 



Ser Ar g Ser Asp Glu Lys Leu Leu Ser Val Phe Ar g Glu Gly Val Lys 



675 680 



Tyr Gly Ala Gly He Gly Pro Gly Val Tyr Asp He His Ser Pro Arg 



690 695 



lie Pro Ser Thr Glu Glu He Ala Asp Arg Val Glu Lys Met Leu Ala 



Val Phe Asp Thr Asn He Leu Trp Val Asn Pro Asp Cys Gly Leu Lys 

725 /JU 
Thr Arg Lys Tyr Thr Glu Val Lys Pro Ala Leu Thr Asn Met Val Ser 



740 745 



Ala Thr Lys Leu He Arg Thr Gin Leu Ala Ser Ala Lys 



755 760 



<210> 3 

<211> 2443 

<212> DNA 

<213> Glycine max 

<220> 

<221> unsure 

<222> (460) 

<220> 

<221> unsure 

<222> (2398) 

<220> 

<221> unsure 

<222> (2442) 



<400> 3 _ a ^ a ni-rtcc tactctctct cacccacaag 60 

ccctcagaag cgaagaagaa gccacaga ^agtctcc c ag ctcaagtt 120 

aaaaatggca tctcacatcg ttggataccc ccgcatggg tttgcaga aggtggctgc 180 

cgctctcgag tctttctggg ^ggcaagag cagcgccgag 9 ^ acatcC ccag 240 

tgatctcagg tcatccatct ggaagcagat ^^ggtgct ggg * gt gccgtccc 300 

caacactttc tcgttctatg accagctgct cgacgccacc ^ctacttct ccatggccag — 
ccccaggtac ggctggaccg gc^^at ^gattcgac a actaccactt 
aggtaatgct accgtgcctg ^atggagat 9jccaagtgg * £ a aggctgtt ga 
tattgtccct gaattgggcc ctgatgtgaa cttcaccta g tactcg ttggccctgt 
tgaatacaag gaggccaagg cgcttggagt Mataccati aaa tcctttt ctctcctctc 

ibiss sussr, snsss ?x 

ususs nsr.us :U2S"« r^nns w=4«c «o 



360 
420 
480 
540 
600 
660 
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Esse sssns s ? « s -«"^ 

tgaagttaac gcattggcta aggcattgtc gtgaccaacg aggctgttca 1260 

taatgctgca gctcaggctt caaggaagtc gcaa caaatg tcagtgccag 1320 

gaaggctgct gctgcattga. agggttcaga tcatcg g £ caaccacca ctattggatc 1380 
actggatgct caacaaaaga- agctcaacct "caatcctt acaagatctc 1440 

cttlcctcag actgtagaac tgaggagggt ^gccgtgag ^ aacttcaaga 1500 

cgaggaagag tatgttaagt caattaagga ^^tcg g tggttgagta 1560 

agagcttgat attgatgttc "gttcatgg agaaccagag J aatcc tatgg 1620 

cttcggtgag caattgtcag ^tttgcctt ««g cgcccaa agccaatgac 1680 

ttcccgttgt gtgaagccac caatcatcta 99 a ^ ccaatgaagg gaatgcttac 1740 
tgtcttctgg tcatctctgg ctcagagctt 9 = gaccaaccta gatctgagac 800 

caatcctqtt accattctca actggtcctt aaccttqaaa aggctggcat 1860 

cScSclag attgctttgg ctatcaagga cg..gtgg.g "J , 9 g L.tcaga 1920 

cactgttatc caaattgatg aagctgcttt g^aggg y accaatg ttggtgtgca 1980 
acaagctcac tacttggact gggctgtcca ^cttcag tcatccactc 2040 

ggatlccact cagatccaca cccacatgtg ctactccaac tt « atgagaagct 2100 
Stcatcgac atggacgctg ^gttatcac cattgagaac tc * g gtgtctatga 2160 
cctgtcagtc ttccgtgaag gtgtgaagta 99 3=^ qa cagaatca ataagatgct 2220 

rissr. ss=r~« nssss ^ ? - fe- snss: itss 

taaaatacac caaagaaaaa ttttcaaaat ggg^g 



<210> 4 

<211> 763 

<212> PRT 

<213> Glycine max 



<220> 

<221> UNSURE 
<222> (132) 



<400> 4 

Met Ala Ser His 

1 

Leu Lys Phe Ala 

20 

Asp Leu Gin Lys 
35 

Met Ala Gly Ala 
50 

Tyr Asp Gin Leu 
65 

Arg Tyr Gly Trp 

Met Ala Arg Gly 

100 

Phe Asp Thr Asn 
115 



He Val Gly Tyr 
5 

Leu Glu Ser Phe 



Val Ala Ala Asp 

40 

Gly He Lys Tyr 
55 

Leu Asp Ala Thr 
70 

Thr Gly Gly Glu 
85 

Asn Ala Thr Val 



r His Phe He 

120 



Pro Arg Met Gly 
10 

Trp Asp Gly Lys 
25 

Leu Arg Ser Ser 



He Pro Ser Asn 

60 



Ala Thr Leu Gly 
75 

He Gly Phe Asp 
90 

Pro Ala Met Glu 
105 

Val Pro Glu Leu 



Pro Lys Arg Glu 
15 

Ser Ser Ala Glu 
30 

He Trp Lys Gin 
45 

Thr Phe Ser Phe 



Ala Val Pro Pro 

80 



Thr Tyr Phe Ser 
95 

Met Thr Lys Trp 
110 

Gly Pro Asp Val 
125 
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u mi_ VaiA Ma Ser Gin Lys Ala Val Asp Glu Tyr Lys Glu Ala 
Asn Phe Thr Xaa Ala ber ^in 14Q 



130 135 



Lys Ma Leu Gly Val Asp Thr He Pro Val Leu Val Gly Pro Val Thr 



145 150 



Tyr L eu Leu Leu Ser Lys Pro Ala Lys Gly Val Glu Lys Ser Phe Ser 

165 

Leu Leu Ser Leu Leu Pro Lys Val Leu Ala Val Tyr Lys Glu Val He 



180 185 



*i 7M ai* Ser Trp He Gin Phe Asp Glu Pro 

Ala Asp Leu Lys Ala Ala Gly Ala Ser irp ^ 



195 200 



ri,i SPr His Lys Leu Gin Ala Phe Thr Asp 
Thr Leu Val Leu Asp Leu Glu Ser His i,ys ^ 



210 215 



Ala Tyr Ala Glu Leu Ala Pro Ala Leu Ser A»p Leu Asn Val Leu Val 



225 230 



Glu Thr Tyr Phe Ala Asp He Pro Ala Glu Ala Tyr Lys Thr Leu Thr 

245 Z3U 



«,i Thr Ala Tvr Gly Phe Asp Leu Val Arg Gly Thr 
Ser Leu Asn Gly Val Thr Ala lyr r 2JQ 

260 265 



Tla Tv _ Glv Giy Phe Pro Ser Gly Lys Tyr Leu 
His Thr Leu Asp Leu He Lys Gly <^±Y « 2Q5 



275 280 



Phe Ala Gly Val Val Asp Gly Ar g Asn He Trp Ala Asn Asp Leu Ala 



290 295 



Ala Ser Leu Thr Thr Leu Gin Gly Leu Glu Gly He Val Gly Lys Asp 



305 310 



ly . Leu v.! V.1 Ser Thr S.r Ser S.r Leu Leu His Thr M, v.l «P 



L eu Val Asn Glu Thr Lys Leu Asp Asp Glu He Lys Ser Trp Leu Ala 

340 



Phe Ala Ala Gin Lys He Val Glu Val Asn Ala Leu Ala Lys Ala Leu 



355 360 



„ al A1a p h e Phe Ser Ala Asn Ala Ala Ala Gin 
Ser Gly Asn Lys Asp Val Ala Phe rne a ^ 



370 375 



\7,i Thr A<?n Glu Ala Val Gin Lys 
Ala Ser Arg Lys Ser Ser Pro Arg Val Thr Asn Glu ^ 



385 390 



Ala Ala Ala Ala Leu Lys Gly Ser Asp His Arg Arg Ala Thr Asn Val 

405 qLU 



Ser Ala Arg Leu Asp Ala Gin Gin Lys Lys Leu Asn Leu Pro He Leu 

420 4 " 



. TK ,1. riv Ser Phe Pro Gin Thr Val Glu Leu Arg Arg 
Pro Thr Thr Thr He Gly Ser rne c 



435 440 



Val Arg Arg Glu Phe Lys Ala Asn Lys He Ser Glu Glu Glu Tyr Val 



450 455 
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Lys Ser He Lys 
4 65 

Leu Asp He Asp 



Val Glu Tyr Phe 

500 



Gly Trp Val Gin 
515 

Tyr Gly Asp Val 
530 

Leu Ala Gin Ser 
545 

Pro Val Thr He 



Ser Glu Thr Thr 

580 



Asp Leu Glu Lys 
595 

Leu Arg Glu Gly 
610 

Asp Trp Ala Val 
625 

Thr Thr Gin He 



He His Ser He 

660 



Ser Arg Ser Asp 
675 

Tyr Gly Ala Gly 
690 

lie Pro Pro Thr 
705 

Val Leu Glu Lys 



Thr Arg Lys Tyr 

740 



Ala Ala Lys Leu 
755 



Glu Glu He Arg 
470 

Val Leu Val His 
485 

Gly Glu Gin Leu 



Ser Tyr Gly Ser 

520 



Ser Arg Pro Lys 
535 

Phe Thr Lys Arg 
550 

Leu Asn Trp Ser 
565 

Tyr Gin He Ala 



Ala Gly He Thr 

600 



Leu Pro Leu Arg 
615 

His Ala Phe Arg 
630 

His Thr His Met 
645 

He Asp Met Asp 



Glu Lys Leu Leu 

680 



He Gly Pro Gly 
695 

Glu Glu He Ala 
710 

Asn He Leu Trp 
725 

Thr Glu Val Lys 



He Arg Tyr Glu 

760 



Lys Val Val Glu 
475 

Gly Glu Pro Glu 
490 

Ser Gly Phe Ala 
505 

Arg Cys Val Lys 



Pro Met Thr Val 

540 

Pro Met Lys Gly 
555 

Phe Val Arg Asn 
570 

Leu Ala He Lys 
585 

Val He Gin He 



Ser Glu Gin 
620 



lie Thr Asn Val 
635 

Cys Tyr Ser Asn 
650 

Ala Asp Val He 
665 

Ser Val Phe Arg 



Val Tyr Asp lie 

700 



Asp Arg He Asn 
715 

Val Asn Pro Asp 
730 

Pro Pro Ser Gin 
745 

Leu Ala Lys 



Leu Gin Glu Glu 

480 



Arg Asn Asp Met 
495 

Phe Thr Val Asn 
510 

Pro Pro He He 
525 

Phe Trp Ser Ser 



Met Leu Thr Gly 

560 



Asp Gin Pro Arg 
575 

Asp Glu Val Glu 
590 

Asp Glu Ala Ala 
605 

Ala His Tyr Leu 



Gly Val Gin Asp 

640 



Phe Asn Asp He 
655 

Thr He Glu Asn 
670 

Glu Gly Val Lys 
685 

His Ser Pro Arg 



Lys Met Leu Ala 

720 



Cys Gly Leu Lys 
735 

Asn Met Val Ala 
750 



<210> 5 

<211> 2296 

<212> DNA 

<213> Nicotiana 
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60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 



<400> 5 H . nnfla atatccccgt atgggcccaa agagagagct gaaatttgct 

atggcatctc acattgttgg atatccccyi. aaqaaggtgg ctgcagacct 

ctcgagtctt tctgggatgg g^agaggcgc tgaggacttg aaga gg gg c aacac 
aaggtcttcc atctggaaac agatggctga tgctggcatc 9 tcccggctag 
attctcttac tatgatcagg tgcttgacac aactgcaatg ctcgg g g 
gtacaattgg gctggtggtg agatagcatt tgacacttac * * c acttcattgt 

tgcctctgtc cctgctatgg agatgaccaa gtggtt g c tagatgagta 
ccctgagttg ggacctgatg ttaacttttc « cttattggtc cagtctcata 

caaagaggcc aaggggcttg gtgtagacac 99ttccagtc ct 99 tgt cacttct 
cttgttgcta tccaaacctg ctaagggtgt tgagaaatcc tgctt c 
tgacaaagtc cttccaatct acaaggaagt tattgcagaa aattggaagc 
t?ggattcag tttgatgaac ctacacttgt gtggatctc «ag ttctcact ga 
cttcactaag gcctatgccg agttggaatc atctctgtc ^ tgaagggagt 
aacctacttc gctgacgtcc ctgctgaagc attcaaaacc ««c g t £ aaaggtgg 
tactgccttt ggttttgact tggttcgtgg agctcagacc cttga ^ tctgggcaaa 
cttcccttca gg^agtact tgtttgctgg ag 99 9 ggt attgttg gaaaagacaa 
tgatcttgcc gcatctctta acctcctgca * gttgatcttg tcaatgagac 1020 

actagttgtc tccacatctt 9<=tcacttct "atactgct 9 9 9 tagttgaagt 1080 

taagctagat gatgaaatca agtcatggtt 99cgtttgct g « ctgcaaatgc 1140 

taacgctttg gccaaggcat tggctggtca "aggatgag 9" tccaaaaggc 1200 

taccgctcag gcttccagga aatcctctcc aagagtgaca aa g g y gactt ga 1260 
tgctgctgca cttaagggtt ctgaccaccg ccgtgctac- J^J^ ggtccttccc ;3 20 
tgcccaacaa aagaaactta acctcccagt ^ accaaqaaga tctctgagga 1380 

tcagacagtg gagcttagga gagttcgccg tgaatacaag gccaag g ct 144 0 

agagtatgtt aaggccatca aggcagaaat caagaaggtc 9^9 aata cttcgg 1500 

cgacatcgat gtcttggttc acggagagcc agagaggaat at ggatctcg 1560 

agagcagctt tctggttttg ccttcactgc taatggatgg |ttcaat tatt 162 0 

a?g?gtgaag ccaccaatta tctatggtga ^gtgagccgc ocaj t Lccgggcc 1680 

ctggtccaaa acagctcaga gcatgaccaa 9 c 9^aatg aaggg y ta 1740 

ag£?accatt ctcaactggt cttttgtcag aaatgaccag "aagatt g * 1800 

ccagattgct ttggccatta aggatgaagt 99aagatttg 9 a 9aaggc g g c 1860 

tatccaaatt gatgaagctg f ttgagaga ^"scct » tt caagacac 1920 

tttttacttg aactgggctg ccac cc t ca aatcacc ^ |« actc tatcat 1980 
cacccagatc cacacacaca tgtgctactc "acttcaat 9 agctcctctc 2040 

tgacatggat gctgatgtga tcacaattga 9«ctcacgg ^999 atcca 2 100 

agttttcagg gagggagtta agtatggtgc tggaattggc tgcttgctgt 2160 

ctcccctaga ataccatcaa cggaagagat Jgctgacaga g * gcaagtacgc 2220 

tcttgacacc aacatcttgt 999t««cc agattgtggt etc g * cacccaact 2 280 

tgaggtaaag ccagccctcg agaacatggt ttctgctgcc aagy * 229g 

tgccagctcc aagtga 



<210> 6 

<211> "765 

<212> PRT . . 

<213> Nicotiana plumbagimtoiia 



M^Ala'ser His He Val Gly Tyr Pro Arg Met Gly Pro Lys Arg Glu 



c 10 

1 5 



L eu Lys Phe Ala Leu Glu Ser Phe Trp Asp Gly Lys Ser Ser Ala Glu 



20 25 



Asp Leu Lys Lys Val Ala Ala Asp Leu Arg Ser Ser lie Trp Lys Gin 



35 40 



Met Ala Asp Ala Gly He Lys Tyr He Pro Ser Asn Thr Phe Ser Tyr 



50 55 



Tyr Asp Gin Val Leu Asp Thr Thr Ala Met Leu Gly Ala Val Pro Ala 



65 70 



Arg Tyr Asn Trp Ala Gly Gly Glu He Ala Phe As P Thr Tyr Phe Ser 

85 yu 



8 
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Lii o 





3i ^ ^ 



— *ii -ti~u t!3 
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c^r- v»i Pro Ala Met Glu Met Thr Lys Trp 
Met Ala Arg Gly Asn Ala Ser Val Pro Aia n ^ 



100 105 



n,w * T V r His Phe He Val Pro Glu Leu Gly Pro Asp Val 
Phe Asp Thr Asn Tyr His t>ne lie <x 



115 120 



Asn Phe Ser Tyr Ala Ser His Lys Ala Val Asp Glu Tyr Lys Glu Ala 

130 135 
Lys Gly Leu Gly Val Asp Thr Val Pro Val Leu He Gly Pro Val S.r 

145 150 

Tyr Leu Leu Leu Ser Lys Pro Ala Lys Gly Val Glu Lys Ser Phe Pro 

165 

Leu Leu Ser Leu Leu Asp Lys Val Leu Pro He Tyr Lys Glu Val He 

180 iy:? 

tm a i a riv Ala Ser Trp He Gin Phe Asp Glu Pro 
Ala Glu Leu Lys Ala Ala Gly Ala ber irp ^ 

195 2UU 
Thr Leu Val Leu Asp Leu Gin Ala His Gin Leu Glu Ala Phe Thr Lys 

210 215 

^^ q^t- Ipu Ser Gly Leu Asn Val Leu Thr 

Ala Tyr Ala Glu Leu Glu Ser Ser Leu ber ^±y 24Q 

225 230 

Glu Thr Tyr Phe Ala Asp Val Pro Ala Glu Ala Phe Lys Thr Leu Thr 

245 

Ala Leu Lys Gly Val Thr Ala Phe Gly Phe Asp Leu Val Arg Gly Ala 

260 265 
Gin Thr Leu Asp Leu He Lys Gly Gly Phe Pro Ser Gly Lys Tyr Leu 

275 2yU 

Phe Ala Gly Val Val Asp Gly Arg Asn He Trp Ala Asn Asp Leu Ala 

2 9 o 



290 



Al. Ser Leu Asn Leu Leu Gin Ser Leu Glu Gly He Val Gly Lys Asp 

305 310 

Lys Leu Val Val Ser Thr Ser Cys Ser Leu Leu His Thr Ala Val Asp 

325 330 

L eu Val Asn Glu Thr Lys Leu Asp Asp Glu He Lys Ser Trp Leu Ala 

340 34b 
Phe Ala Ala Gin Lys Val Val Glu Val Asn Ala Leu Ala Lys Ala Leu 

355 360 
Al, Gly HI. L, s A SP Ol. Al, Ph. Ph. ser Al, A |; Al. Thr Ala 0l „ 
370 3/t) 

« -n u^i Thr A^n Glu Ala Val Gin Lys 
Ala Ser Arg Lys Ser Ser Pro Arg Val Thr Asn Glu * ^ 

385 390 

Ala Ala Ala Ala Leu Lys Gly Ser Asp His Arg Arg Ala Thr Asn Val 

405 41U 

Ser Ser Arg Leu Asp Ala Gin Gin Lys Lys Leu Asn Leu Pro Val Leu 

420 4 " 



9 
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w t i nv qpr Phe Pro Gin Thr Val Glu Leu Arg Arg 
Pro Thr Thr Thr He Gly Ser Phe fro ^ 

435 qqv 



Val - g Ar g Gl» Tyr Lys Ala Lys Lys He S.r Glu Glu Glu Tyr Val 



450 455 



Lys Ma lie Lys Ma Glu He Lys Lys Val Val Asp Leu Gin Glu Glu 
465 4-70 

L eu Asp lie Asp Val L"eu Val His Gly Glu Pro Glu Arg Asn Asp Met 

485 4yu 
Val Glu Tyr Phe Gly Glu Gin Leu Ser Gly Phe Ala Phe Thr Ala Asn 

500 505 
Gly Trp val Gin Ser Tyr Gly Ser Ar g Cys Val Lys Pro Pro He He 
515 520 



A^r, p™ Met Thr Val Phe Trp Ser Lys 
Tyr Gly Asp Val Ser Arg Pro Asn Pro Met mr ^ 

530 bJb 



Thr Ala Gin Ser Met Thr Lys Ar g Pro Met Lys Gly Met Leu Thr Gly 

545 550 

_ _ nsn TrD Ser phe Val Arg Asn Asp Gin Pro Arcj 
Pro Val Thr He Leu Asn Trp ber t-ne 5?5 

565 b/u 
Phe Glu Thr Cys Tyr Gin He Ala Leu Ala He Lys Asp Glu Val Glu 

580 

« r r-lu Lvs Ala Gly He Thr Val He Gin He Asp Glu Ala Ala 
Asp Leu Glu Lys Hia uJ-y j. 605 

595 600 



Leu Ar g Glu Gly Leu Pro Leu Ar g Lys Ala Olu HI. Ala Ph. Tyr Leu 

~ hi n 



610 615 



TlQ ThT - fic;n val Gly He Gin Asp 
Asn Trp Ala Val His Ser Phe Arc, He Thr Asn Vai y ^ 

625 630 

Thr Thr Gin He His Thr His Met Cys Tyr Ser Asn Phe Asn Asp He 

645 " u 
II. His Ser He He Asp Met Asp Ala Asp Val He Thr He Glu Asn 

660 665 



* rm Tvs Leu Leu Ser Val Phe Arg Glu Gly Val Lys 
Ser Arg Ser Asp Glu Lys Leu ^eu ^ 6Q5 

675 680 



w a i Tvr asd lie His Ser Pro Arg 
Tyr Gly Ala Gly He Gly Pro Gly Val Tyr Asp He 

690 69:3 

Ile Pro Ser Thr Glu Glu He Ma Asp Arg Val Asn Lys Met Leu Ma 

-7 1 n 1 LD 



705 110 



».l Leu Asp T.r Asn He Leu Trp v.l Asn Pro Asp Cys Cly Leu Lys 

725 /JU 
Thr Ar g Lys Tyr Ala Glu val Lys Pro Ala Leu Glu Asn Met v.l S.r 

740 /qo 



Ma Ala Lys Ala He Arg Thr Gin Leu Ala Ser Ser Lys 
755 760 



10 



fT"b if**M tTJh -g-h ^ 



il.p j K3 j 
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<210> 7 

<211> 475 

<212> DNA 

<213> Triticum aestivum 



<220> 

<221> unsure 

<222> (344) 

<220> 

<221> unsure 

<222> (367) 



<220> 

<221> unsure 
<222> (433) 



<220> 

<221> unsure 
<222> (452) 



<220> 

<221> unsure 
<222> (473) . - (474) 



<400> 7 4- frctccccat ctccggcgcc gctccgcgac 60 

cgccatcctc ctcctctccc cctatcgtct Jcctccccat yy y cccaagaggg 120 

tcctccaagg aaagatggca tcccacattg ttggataccc t g ^ tttggaga 180 

agctcaagtt tgccttggag tctttctggg »tgggaagag gggattaagt 240 

aggttgccgc cgacctcagg gccagca ct J^agcagat ^ Jccatgcttg 300 

acattcccag caacaccttc tcatactatg ^caggtgct tg * acctacttct 360 

gtgccgtccc ggaccgctac tcatggactg gggagagat * tttgacacca 420 

ss; ss;us ;ss=' :»«s=2« «=«««, «™. 



<210> 8 

<211> 124 

<212> PRT 

<213> Triticum aestivum 



<220> 

<221> UNSURE 
<222> (98) 



<220> 

<221> UNSURE 
<222> (117) 



<220> 

<221> UNSURE 
<222> (120) 



<400> 8 
Met Ala Ser His 
1 

Leu Lys Phe Ala 

20 

Asp Leu Glu Lys 
35 

Met Ser Glu Ala 
50 



He Val Gly Tyr 
5 

Leu Glu Ser Phe 

Val Ala Ala Asp 

40 

Gly He Lys Tyr 
55 



Pro Arg Met Gly 
10 

Trp Asp Gly Lys 
25 

Leu Arg Ala Ser 



He Pro Ser Asn 

60 



Pro Lys Arg Glu 
15 

Ser Ser Ala Glu 
30 

He Trp Lys Gin 
45 

Thr Phe Ser Tyr 



11 



G ^3 ! & o 





m o ;& c «j e 



Tyr Asp Gin Val 
65 

Arg Tyr Ser Trp 



Met Xaa Lys Gly 

100 



Phe Asp Thr Asn 
115 



Leu Asp Thr Thr 
70 

Thr Gly Gly Glu 
85 

Asn Ala Thr Val 



Xaa His Phe Xaa 

120 



Ala Met Leu Gly 
75 

He Gly His Ser 
90 

Pro Ala Met Glu 
105 

Val Pro Glu Leu 



Ala Val Pro Asp 

80 



Thr Tyr Phe Ser 
95 

Met Thr Lys Trp 
110 



<210> 9 

<211> 628 

<212> DNA 

<213> Triticum aestivum 



<220> 

<221> unsure 
<222> (219) 



<220> 

<221> unsure 
<222> (254) 



<220> 

<221> unsure 
<222> (300) 



<220> 

<221> unsure 
<222> (319) 



<220> 

<221> unsure 
<222> (331) 



<220> 

<221> unsure 
<222> (335) 



<220> 

<221> unsure 
<222> (338) 



<220> 

<221> unsure 
<222> (348) 



<220> 

<221> unsure 
<222> (350) 



<220> 

<221> unsure 
<222> (360) 



<220> 

<221> unsure 
<222> (413) 
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<220> 

<221> unsure 
<222> (416) 

<220> 

<221> unsure 
<222> (424) 

<220> 

<221> unsure 
<222> (428) 

<220> 

<221> unsure 
<222> (440) 

<220> 

<221> unsure 
<222> (455) 

<220> 

<221> unsure 
<222> (469) 

<220> 

<221> unsure 
<222> (473) 

<220> 

<221> unsure 
<222> (484) 

<220> 

<221> unsure 
<222> (504) 

<220> 

<221> unsure 
<222> (506) 

<220> 

<221> unsure 
<222> (526) 

<220> 

<221> unsure 
<222> (533) 

<220> 

<221> unsure 
<222> (535) 

<220> 

<221> unsure 
<222> (552) 

<220> 

<221> unsure 
<222> (568) 

<220> 

<221> unsure 
<222> (580) 
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<220> 

<221> unsure 
<222> (598) 



<220> 

<221> unsure 
<222> (600) 



<220> 

<221> unsure 
<222> (606) 



<220> 

<221> unsure 
<222> (613) 



gg^gtcLc ca g a gtg aac aatta gf?g — t^gctgct ^SglS. xlS 
ctgaccaccg ccgtgctacc cctgtctctg ^agactgga cgc gacct cagga 180 

accttcctat cctcccaaca acaacaattg f"cattccc tc g « ca gtgctatc 240 

gggtccgccg tgagtacaag ^gaaagaag J^J^J JSJJacatt ga?gttctcn 300 
aaggaagaaa ttancaaagg ttgtcaagat ^caaagagg y y caaattatcn 360 

tccaatggag aagcctgana aaaatgacat nggtnaanta cttcgg gtnaancacc 420 

ssek; esss: asss f f t = ac - 

fca^aggt tnagSgll = ^t".^ S-gttJgtt ccagctgngn ^ 

atcagngtca atnatagggg ccaaaagg 



600 
628 



<210> 10 

<211> 118 

<212> PRT 

<213> Triticum aestivum 



<220> 

<221> UNSURE 
<222> (8) 



<220> 

<221> UNSURE 
<222> (72) . . (73) 



<220> 

<221> UNSURE 
<222> (84) 



<220> 

<221> UNSURE 
<222> (100) 



<220> 

<221> UNSURE 
<222> (106) 



<220> 

<221> UNSURE 
<222> (HO) 



<220> 

<221> UNSURE 
<222> (112) 
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<220> 

<221> UNSURE 
<222> (116) 

<400> 10 
Ser Ser Pro Arg 
1 

Leu Lys Gly Ser 

20 

Asp Ala Gin Gin 
35 

lie Gly Ser Phe 
50 

Tyr Lys Ala Lys 
65 

Gly Arg Asn Xaa 



Asp Val Leu Xaa 

100 

Tyr Phe Gly Xaa 
115 



Val Asn Asn Xaa 
5 

Asp His Arg Arg 



Lys Lys Leu Asn 

40 

Pro Gin Thr Met 
55 

Glu Asp Leu Xaa 
70 

Gin Arg Leu Ser 
85 

Gin Trp Arg Ser 



Gin He 



Glu Val Gin Lys 
10 

Ala Thr Pro Val 
25 

Leu Pro He Leu 



Asp Leu Arg Arg 

60 



Xaa Gly Val Cys 
75 

Arg Phe Lys Glu 
90 

Leu Xaa Lys Met 
105 



Ala Ala Ala Ala 
15 

Ser Ala Arg Leu 
30 

Pro Thr Thr Thr 
45 

Val Arg Arg Glu 



Gin Cys Tyr Gin 

80 



Glu Leu Asp He 
95 

Thr Xaa Val Xaa 
110 



<210> H 

<211> 765 

<212> PRT 

<213> Catharanthus roseus 



Met^la'ser His He Val Gly Tyr Pro Arg Met Gly Pro Lys Arg Glu 



1 b 



Leu Lys Phe Ala Leu Glu Ser Phe Trp Asp Lys Lys Ser Ser Ala Glu 

20 ZD 



ASP Leu Gin Lys Val Ala Ala Asp Leu Arg Ser Ser lie Trp Lys Gin 



35 40 



Met Ala Asp Ala Gly He Lys Tyr lie Pro Ser Asn Thr Phe Ser Tyr 



50 55 



Tyr Asp Gin Val Leu Asp Thr Ala Thr Met Leu Gly Ala Val Pro Pro 



65 70 



Arg Tyr Asn Phe Ala Gly Gly Glu He Gly Phe Asp Thr Tyr Phe Ser 

8 5 



, a a1a <s-r Val Pro Ala Met Glu Met Thr Lys Trp 
Met Ala Arg Gly Asn Ala Ser Val «o ax ilQ 

100 iu:) 



_ , acn Tvr His Tvr He Val Pro Glu Leu Gly Pro Glu Val 
Phe Asp Thr Asn Tyr His lyr xx 



115 120 



m co^ His Lvs Ala Val Asn Glu Tyr Lys Glu Ala 
Asn Phe Ser Tyr Ala Ser His Lys /ua ^ 



130 135 



Lys Glu Leu Gly Val Asp Thr Val Pro Val Leu Val Gly Pro Val Thr 
145 150 

15 
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Pne Leu Leu Leu Ser Lys Pro Ma Lys Gly V.l Gl« Lys Thr Phe Pro 

165 



L eu Leu Ser Leu Leu Asp Lys He Leu Pro V.l Tyr Lys Glu V.l He 



180 185 



n„ &la Ser Trp He Gin Phe Asp Glu Pro 
Gly Glu Leu Lys Ala Ala Gly Ala Ser irp ^ 



195 200 



Thr Leu Val Leu Asp Leu Glu Ser His Gin Leu Glu Ala Phe Thr Lys 



210 215 



rpu, ~- ion qpr Glv Leu Asn Val He Val 
Ala Tyr Ser Glu Leu Glu Ser Thr Leu Ser biy u 24Q 

225 230 

Glu Thr Tyr Phe Ala Asp He Pro Ala Glu Thr Tyr Lys He Leu Thr 

245 " u 



Ala Leu Lys Gly Val Thr Gly Phe Gly Phe Asp Leu Val Arg Gly Ala 

260 ^ b=> 



tio tvs Glv Gly Phe Pro Ser Gly Lys Tyr Leu 
Lys Thr Leu Asp Leu He Lys Gly t.J.y r ^ 



275 280 



^ v.l val Aso Gly Arg Asn He Trp Ala Asn Asp Leu Ala 

Phe Ala Gly Val Val Asp 300 



290 295 



Ala Ser Leu Ser Thr Leu Gin Ser Leu Glu Gly He Val Gly Lys Asp 
305 310 

Lys Leu Val Val Ser Thr Ser Cys Ser Leu Leu His Thr Ala V.l Asp 

^5 



Leu Val Asn Glu Pro Lys Leu Asp Lys Glu He Lys Ser Trp Leu Ala 



340 345 



, m rm tvs Val Val Glu Val Asn Ala Leu Ala Lys Ala Leu 
Phe Ala Ala Gin Lys val vai ^j-u 365 



355 360 



ri„ M 3 Phe Phe Ser Glu Asn Ala Ala Ala Gin 
Ala Gly Glu Lys Asp Glu Ala Phe me » ^ 



370 375 



Ala Ser Arg Lys Ser Ser Pro Arg Val Thr Asn Gin Ala Val Gin Jy. 



385 390 



Ala Ala Ala Ala Leu Arg Gly Ser Asp His Arg Arg Ala Thr Thr Val 

405 4iU 



Ser Ala Arg Leu Asp Ala Gin Gin Lys Lys Leu Asn Leu Pro Val Leu 

420 



_ ti n„ <so r Phe Pro Gin Thr Leu Glu Leu Arg Arg 
Pro Thr Thr Thr He Gly Ser Phe fro oi ^ 



435 440 



Val Arg Arg Glu Tyr Lys Ala Lys Lys He Ser Glu Asp Asp Tyr Val 



450 455 



L ys Ala He Lys Glu Glu He Ser Lys Val Val Lys Leu Gin Glu Glu 



465 470 



, t w=i His Glv Glu Pro Glu Arg Asn Asp Met 
Leu Asp He Asp Val Leu Val His Gly biu ^ 

485 4yu 
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, ^ n n Ten Ser Glv Phe Ala Phe Thr Ala Asn 
Val Glu Tyr Phe Gly Glu Gin Leu Ser bxy rn ^ 

500 50 



Gly Trp Val Gin Ser Tyr Gly .« Cys V.l Lys Pro Pro He lie 



515 520 



T yr Gly «P ^1 S.r «, Pro «n Pro Met Thr v.l Ph. Trp Ser Gin 



530 535 



Thr Ala Gin Ser Met Thr Lys Arg Pro Met Lys Gly Met Leu Thr Gly 



545 550 



Pro Val Thr lie Leu Asn Trp Ser Phe Val Arg Asn Asp Gin Pro Arg 

565 b/u 



Phe Glu Thr Cys Tyr Gin lie Ala Leu Ala lie Lys Asp Glu Val Glu 

580 



SSP Leu Glu Lys Ala Gly He «» v.l 11. =1" «• {JP »■ 



595 600 



Le , Aro Glu Gly Leu Pro Leu Ar, Lys Ala Glu His ,1a Phe Tyr Leu 

610 61b 
Asp Trp Ala Val His Ser Phe Arg He Thr Asn Leu Pro Leu Gin Asp 



625 630 
Thr Thr Gin He His Thr His Met Cys Tyr Ser Asn Phe Asn Asp lie 

645 bbU 

He His Ser He He Asp Met Asp Ala Asp Val Met Thr He Glu Asn 

660 665 
ser «, Ser Ser Glu Lys Leu Leu Ser V,l Phe «, Glu Gly v.l Lys 



675 



680 



Tyr Gly Ala Gly He Gly Pro Gly Val Tyr Asp lie His Ser Pro Arg 

690 695 

He Pro Ser Thr Glu Glu He Ala Asp Arg He Asn Lys Met Leu Ala 

Tin / x j 



705 710 



val Leu Asp Thr Asn He Leu Trp Val Asn Pro Asp Cys Gly Leu Lys 

725 /JU 

Thr Arg Lys Tyr Ala Glu Val Lys Pro Ala Leu Glu Asn Met Val Ser 

740 

Ala Ala Lys Leu He Arg Thr Gin Leu Ala Ser Ala Lys 





755 


<210> 


12 


<211> 


32 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Description 


<400> 


12 



ificial Sequence: Synthetic oligonucleotide 



32 

ac 



<210> 13 
<211> 32 
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<212> DNA 

<213> Artificial Sequence 



lilt Description of Artificial Sequence: Synthetic oligonucleotide 

<400> 13 ^ . 32 

gtcagaattc atgacatctc acattgttgg at 

<210> 14 

<211> 24 

<212> DNA 

<213> Artificial Sequence 

lilt Description of Artificial Sequence: Synthetic oligonucleotide 

<400> 14 24 
ctcacggtcc gatgagaagc tcct 

<210> 15 

<211> 31 

<212> DNA 

<213> Artificial Sequence 

tllll Description of Artificial Sequence: Synthetic oligonucleotide 

<400> 15 31 
gatcggtacc tcacttggag ctggcaagtt g 

<210> 16 
<211> 1638 
<212> DNA 
<213> Zea mays 

gaa^ccggc tcgaagccgc cgcgaccgaa cgagcgaagc gtcccttccc jcgccg.cgc JO 
Igaaacccta gctcctctta cgccatggcc ^ccgtgtcgc Jcactccg 9g ^9 c 1QQ 
tccaccgagt ccggcggcgc cctggcctct gccaccatcc tccgcttc cgcagccgtc 240 
gtccgcctcc gcggcggcgg atgtcagcgc aattcctaac ^aaggtcg 9 9 « 3Q0 
cgccgtcgta ttggccgagc gtaacctgct <=ggctccgac ^agcctcg ccg 9 36Q 

gggggagagg ctgggaagaa Wjt.gccac Jgtgctatc -cacgccgg ^ 
gtcggcctac tggttcaaca actcgcaag ^ accacggag gcattagaga agaagatgag 
tagcttcgag tatgggaggt atgggaaccc ^"cgg g y cagctgtggc 
cgcactggag aaagcagagt ccaccgtgtt tgtggcgtca ^ga^g y * 
tatgctcagc gcacttgtcc ctgctggtgg 9 ca «"gtg ^accacgg tgactgtcat 
caagacaagg atttacatgg aaaatgagc ccctaagagg Hcaa£aa?g tatctctttt 
taggcctgct gacatggatg c ctccaaa ^ccttggac " uugaac atgtatcaaa 
cttcacggag actcctacaa atccatttct "^gcatt cacctatcaa 
tatgtgccat agcaagggag cgttgctttg tattgacagt agtacattgc 
tcagaaggca ttaactttag gtgctgacct a ^tattcat tttccaaagt 
tggacacaat gatgttattg gaggatgcgt "gtggcaga ^atgagttag ccfc 1QZQ 

tcgtatttac caccatgtag ttggtggtgt tctaaacccg "Jgccg g ctctt cggat 1080 
tcgaggtatg aagacactgc atctccgtgt ? «-tgtc-g J^gacactg 9J 114Q 

ggcccagttt ttagaggagc atccaaagat ^ctcgtgrc ttgttagttt 1200 

tcaccctgaa catcacattg ccaagagtca ^atgactggc tttgg gy y ccta 1260 

tgaggttgct ggagactttg atgctacgag 9«attcatt ^"«g 1320 
tcatgcgcct tcttttggag gctgtgagag "taattgat cagcctg gttcag 13 80 

ctgggattca aaggagcagc 99g«c.tcta cgggatcaag gacaacc g JJ 1440 

cattggtgtg gaggatttcg aggatcttaa gjf^^ctc 9 J ^9 ttggatctt g 1500 
fcaaga^ftg ftgagctgat gactgcgaft !. g Sct?tt ttgcttattt 1560 



480 
540 
600 
660 
720 
780 
840 
900 
960 
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tatccgtcaa attcaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1620 
aaaaaaaaaa aactcgag 



<210> 17 

<211> 480 

<212> PRT 

<213> Zea mays 



Jl^Ser'ciy Ser Lys Pro Pro Arg Pro Asn Glu Arg Ser Val Pro Ser 



1 5 

Arg Ala Asp Ala Glu Thr Leu Ala Pro Leu Thr Pro Trp Pro Pro Cys 

20 25 30 

Arg Ser Leu Arg Arg Arg Ser Ser Pro Pro Ser Pro Ala Ala Pro Trp 
35 40 45 

Pro Leu Pro Pro Ser Ser Ala Ser Arg Gin Thr Ser Ser Ala Ser Ala 
50 55 60 

Ala Ala Asp Val Ser Ala He Pro Asn Ala Lys Val Ala Gin Pro Ser 
65 70 7 5 

Ala Val Val Leu Ala Glu Arg Asn Leu Leu Gly Ser Asp Ala Ser Leu 

85 90 9b 

Ala Val His Ala Gly Glu Arg Leu Gly Arg Arg lie Ala Thr Asp Ala 

100 105 110 

He Thr Thr Pro Val Val Asn Thr Ser Ala Tyr Trp Phe Asn Asn Ser 
115 120 125 

Gin Glu Leu He Asp Phe Lys Glu Gly Arg His Ala Ser Phe Glu Tyr 
130 135 140 

Gly Arg Tyr Gly Asn Pro Thr Thr Glu Ala Leu Glu Lys Lys Met Ser 

14 5 150 155 

Ala Leu Glu Lys Ala Glu Ser Thr Val Phe Val Ala Ser Gly Met Tyr 

165 170 

Ala Ala Val Ala Met Leu Ser Ala Leu Val Pro Ala Gly Gly His lie 

180 185 I 90 

Val Thr Thr Thr Asp Cys Tyr Arg Lys Thr Arg lie Tyr Met Glu Asn 
195 200 205 

Glu Leu Pro Lys Arg Gly He Ser Met Thr Val lie Arg Pro Ala Asp 
210 215 220 

Met Asp Ala Leu Gin Asn Ala Leu Asp Asn Asn Asn Val Ser Leu Phe 
225 230 235 

Phe Thr Glu Thr Pro Thr Asn Pro Phe Leu Arg Cys He Asp He Glu 

245 250 

His Val Ser Asn Met Cys His Ser Lys Gly Ala Leu Leu Cys He Asp 

260 265 z/u 

Ser Thr Phe Ala Ser Pro lie Asn Gin Lys Ala Leu Thr Leu Gly Ala 
275 280 285 
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Asp Leu Val He. His Ser Ala Thr Lys Tyr He Ala Gly His Asn Asp 

290 295 
Val lie Gly Gly Cys Val Ser Gly Arc, Asp Glu Leu Val Ser Lys Val 
305 31° 315 

Arc, lie Tyr His His Val Val Gly Gly Val Leu Asn Pro Asn Ala Ala 

325 - 330 

Tyr Leu lie Leu Arg Gly Met Lys Thr Leu His Leu Arg Val Gin Cys 

340 345 

Gin Asn Asp Thr Ala Leu Arg Met Ala Gin Phe Leu Glu Glu His Pro 

355 360 
Lys lie Ala Arg Val Tyr Tyr Pro Gly Leu Pro Ser His Pro Glu His 

370 375 
His lie Ala Lys Ser Gin Met Thr Gly Phe Gly Gly Val Val Ser Phe 



385 



390 



Glu Val Ala Gly Asp Phe Asp Ala Thr Arg Lys Phe He Asp Ser Val 

405 41U 

Lys lie Pro Tyr His Ala Pro Ser Phe Gly Gly Cys Glu Ser He He 

420 42b 
Asp Gin Pro Ala He Met Ser Tyr Trp Asp Ser Lys Glu Gin Arg Asp 



435 



lie Tyr Gly He Lys Asp Asn Leu He Arg Phe Ser He Gly Val Glu 

^1 ^3 ^3 



450 



Asp Phe Glu Asp Leu Lys Asn Asp Leu Val Gin Ala Leu Glu Lys He 



465 

<210> 18 

<211> 3639 

<212> DNA 

<213> Zea mays 



470 



60 
120 
180 
240 
300 
360 
420 
480 



<400> 18 ^^^^f, ntattatttq tttacttctc aacttattta 

tctagattac ataatacacc taataatctt Jtgttgtttg aa aatgaactaa 

agttggatta tattccatct "tctttttt J"tgtctgt * acatgtcctt 

caaacgacaa Jtattcgaga acgagatagt Jtaatctata 99^^ aattttgaac 
agagggtgtt tgtttagaat tataata^g atctqqqcac attataatcc taaacaaaca 

ta T^aot ^attttttat t?agtgctcc gtttggatgt gaagaagatg gagttgaata 
ccatcttagt aatttttcac lLd y Lyui - t-rtattattt qqatgtcgtt 

ccaaatcatg tatgatactg aaatgagatg Jaattttaat tctattgtt gg g 
gaattggagt ttgaagttat gcggtctaat "tacgcaat accgagatg 9 540 

taggagaggg gtttctagtt atagcc a ^^^ c tg £t?tcaattt cttattctgt 600 

ttaattttat gcaactaaac aacacaattt agaaaaactg gaagcgatga 660 

gctccaaacg aggtggagta tttagaagta gataagcgcc Jctgctgca g g g y 
acgcactctg acggtcttgc cactacaaat a gccgca c g ^ttcgg ccgcgC cgcc 
accgccacct ccccgaagc ? ~gcgaccg atcgagcgaa £9^^ caggctg 
gccaaaaccc tagcttctcc tactcoa^yy arcat. cctccqcttt ccgccaaact 

tctccacgga gtccggtggc gccctggcct ctgctaccat ^ ? gt cgcgcaga 
ttgtccgcca gctt.gcacc jaggc.cgcc J«.ctgc.g «J« fca JJ c * gc S g I gg cc 1020 
tcgtcgccgc cgcgtggtcc ^ctgccccg ccgc g atcggcC gcc gccgccgcct 1080 
gccgcgcccg cggcgtggcc tcctcccacg ^cgcgg g * caacC g tccgccgtcg 1140 

itntirdt suusn "i"r-,t :is;!Sc ,„?.,.,*= »« 



720 
780 
840 
900 
960 



20 



O x 3 ^ ojgj^* ~rt< ^ ■« H-P -fi- 1L™ CJi IL- 




gatcgccacg 
ctcgcaagag 
acggatgtga 
tgctagcttc 
gaggtgatgc 
aacagttgcg 
gcatcgggga 
attgtgacca 
aagaggggaa 
acatctgcta 
gaacttgctc 
tctacaaagt 
atgaacaata 
tattctttgt 
gaaaaaacaa 
ctaattttta 
tcggattctc 
aaggatttaa 
ttatataatc 
caatgtttct 
ggcctgctga 
catttccatt 
taaccttatg 
tcagatgcat 
gtatcgacag 
tagttattca 
aaccccatct 
ttcccaggtt 
ttatcaccat 
ttccatttat 
agcttctatt 
agaaaaataa 
ctagaattct 
ctaatcatta 
atattccaaa 
tttcaaatca 
aggcattgac 
gcaatatatt 
atagagcaga 



gatgcgatca 
ctaatcgact 
gttttgacgc 
gagtatggga 
tcgatagtgg 
tgttctcatg 
tgtatgcagc 
ccacggattg 
tttcggtaat 
tcactattgg 
ttattcagtt 
tcagttactt 
tcctttgcag 
actgcattgg 
tttctacttt 
attagagaag 
cggcctctag 
gtagaactgc 
acaccatcta 
cacgcttcac 
catggatgct 
gcccctgatc 
gccatgtcag 
tgatattgaa 
tacttttgcc 
ttctgcaaca 
cccctcatta 
attggaggat 
gtggttggtg 
ttcatcttcc 
tttataggta 
tttgctttct 
ggttctggaa 
atccggagct 
ttatgcttgt 
tgactaggat 
tagtcacgat 
gcagtactat 
agtaagacaa 



ccacaccggt 
ttaaggtagt 
cgaaatatta 
ggtatgggaa 
aaatgtcggc 
gtgcagcgca 
tgcggctatg 
ctaccggaaa 
accatgcgat 
ttgtcttcct 
aaaattactc 
cagcatagcc 
tagctgttgg 
gtgaagccac 
tctagtgatt 
attttcaata 
cttcgcccga 
ttgtggtaat 
ccagttgaaa 
ttagcatgtg 
ctacaaaatg 
gtggtaaaaa 
gtatctcttt 
catgtatcaa 
tcccctatca 
aagtacattg 
aagttatgtg 
gcgtcagtgg 
gtgttctaaa 
ttgcacaggt 
gaaaatcgtg 
ctgagtatca 
aggaagaaat 
ttatgtcaca 
ctcaaaatgg 
tctagttgcc 
tagttttgag 
gccttattga 
attaacacaa 



agtgaacacg 
gaatattcgt 
agttttatct 
cccgaccacg 
accctgttgg 
ctggagaaag 
ctcagtgcac 
acaaggattt 
cttttaagct 
gtcactgtgc 
tgtcgtgttg 
aataggagta 
gagtacacag 
atagggtttg 
aaaaactaaa 
catgtgtata 
ctgcaatgtc 
aaattttagg 
tgcagtgaga 
atactgttta 
cgttggacaa 
acatacatta 
tcttcacgga 
atatgtgcca 
atcagaaggc 
ctggacacaa 
tttgcacatt 
cagagatgag 
cccggt aagt 
tgtatgtatt 
taattttctt 
caaaccgcat 
aggatatgtt 
gactcacagg 
aatgactcat 
cggacaccga 
ctagtcgaac 
ttgggtatat 
agttctaga 



tcggcctact 
gcttgctctt 
gttccttagg 
gaggcattag 
ttgcatttgg 
cagagtccac 
ttgttccggc 
acatggaaac 
ctacttgttt 
tacagtagtg 
tccttatcta 
gcataactac 
tacagtatgg 
ccgagtgcac 
ttttaccact 
ttgaaatgtc 
aataggattg 
atccctcaca 
gcactttgtg 
tgctcagatg 
caataatgtg 
atacatttgc 
gactcccaca 
tagcaaggga 
actgacttta 
cgatgtgagt 
gcactaacta 
ttggtttcca 
ttagattgtt 
tacagattcc 
tagtagcata 
ccagttctct 
ctgtgcactg 
ccaggctacc 
gttgtactct 
ctaggtgatt 
ttatcaacaa 
aaatgaatt t 



ggttcaacaa 
gtctaatttg 
aggggaggca 
agaagaagat 
ctggaggcta 
agtgttcgtg 
tggtgggcac 
tgagctcccc 

ttagaacggg 
ggtctacaat 
gctaatagtc 
tgcagggtat 
cttcagactt 
gtgcaccagg 
catgcacacc 
aagtgtgcac 
gctatctgta 
at aagattta 
agttgtatac 
actgtcatta 
agtgtggtat 
aaatgtagcc 
aatccatttc 
gcgttgcttt 
ggcgctgacc 
tgatatactg 
gtacttcaac 
aagtccgtat 
aaagttttgt 
catagttaca 
tgtttaggtt 
gttacatgaa 
caatatatat 
actttatgaa 
gttccaacgt 
aatcgtgact 
cttgttccag 
tagcacacag 



1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3639 



<210> 
<211> 
<212> 
<213> 



19 

509 

PRT 

Zea mays 



S^Ala^r val Ser Leu Thr Pro Gin Ala Val Phe Ser Thr Glu Ser 

G1 y Gly Ala Leu Ala Ser Ala Thr lie Leu Ar g Phe Pro Pro Asn Phe 

20 " 
Val Arg Gin Leu Ser Thr Lys Ala Arg Arg Asn Cys Ser Asn lie Gly 

3 5 

V,! »1. Gl» II. V.1 Al. AT. Al. »*P S.r «p cy. Pn» Ala Al. »., 

50 bb 
Pro His Leu Gly Gly Gly Gly Arg Arg Ala Arg Gly Val Ala Ser Ser 
65 70 

8 5 



21 



iLJ ^ H1 ^ 





Val Ser Ala He Pro Asn Ala Lys Val Ala Gin Pro Ser Ala Val Val 

100 105 

Leu Ala Glu Arg Asn Leu Leu Gly Ser Asp Ala Ser Leu Ala Val His 
115 120 125 

Ala Gly Glu Arg Leu Gly Arg Arg He Ala Thr Asp Ala He Thr Thr 
130 135 140 

Pro Val Val Asn Thr Ser Ala Tyr Trp Phe Asn Asn Ser Gin Glu Leu 
145 150 I 55 

He Asp Phe Lys Glu Gly Arg His Ala Ser Phe Glu Tyr Gly Arg Tyr 

165 170 

Gly Asn Pro Thr Thr Glu Ala Leu Glu Lys Lys Met Ser Ala Leu Glu 

180 185 I 90 

Lys Ala Glu Ser Thr Val Phe Val Ala Ser Gly Met Tyr Ala Ala Val 
!95 200 205 

Ala Met Leu Ser Ala Leu Val Pro Ala Gly Gly His He Val Thr Thr 
210 2 15 220 

Thr Asp Cys Tyr Arg Lys Thr Arg He Tyr Met Glu Asn Glu Leu Pro 
225 230 

Lys Arg Gly He Ser Met Thr Val He Arg Pro Ala Asp Met Asp Ala 

2 4 5 2 50 

Leu Gin Asn Ala Leu Asp Asn Asn Asn Val Ser Leu Phe Phe Thr Glu 

260 2 65 270 

Thr Pro Thr Asn Pro Phe Leu Arg Cys He Asp He Glu His Val Ser 
275 280 

Asn Met Cys His Ser Lys Gly Ala Leu Leu Cys lie Asp Ser Thr Phe 
290 295 300 

Ala Ser Pro He Asn Gin Lys Ala Leu Thr Leu Gly Ala Asp Leu Val 
305 310 315 

lie His Ser Ala Thr Lys Tyr He Ala Gly His Asn Asp Val He Gly 

325 330 

Gly Cys Val Ser Gly Arg Asp Glu Leu Val Ser Lys Val Arg He Tyr 

340 345 

His His Val Val Gly Gly Val Leu Asn Pro Asn Ala Ala Tyr Leu He 
355 360 365 

Leu Arg Gly Met Lys Thr Leu His Leu Arg Val Gin Cys Gin Asn Asp 
370 375 380 

Thr Ala Leu Arg Met Ala Gin Phe Leu Glu Glu His Pro Lys He Ala 
385 3 90 395 

Arg Val Tyr Tyr Pro Gly Leu Pro Ser His Pro Glu His His lie Ala 

405 4 1° 

Lys Ser Gin Met Thr Gly Phe Gly Gly Val Val Ser Phe Glu Val Ala 

420 425 430 
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it-m «jj —m t**"f" a**^ 

« G «jl r„z o 



Gl, Asp Phe Asp Al, Thr Ar g Lys Ph. II. Asp -1 ly H- «° 

435 44U 



Tyr His Ala Pro Ser Pne Gly Gly Cys Glu Ser II. He Asp Gin Pro 



450 455 



Al. He Met Ser Tyr Trp Asp Ser Lys Glu Gin Ar g Asp He Tyr Gly 



465 a1 ° 



U. Lys Asp AS„ Leu he «, Ph. Ser lie Cly v.l Glu Asp Phe CI. 

485 4yu 
Asp Leu Lys Asn Asp Leu Val Gin Ala Leu Glu Lys He 



500 

<210> 20 

<211> 14 

<212> DNA 

<213> Artificial Sequence 



<220> . . , CDmipnrp . Synthetic oligonucleotide 

<223> Description of Artificial Sequence. byntn 



<400> 20 
aattcatgag tgca 

<210> 21 
<211> 14 
<212> DNA 



14 



<213> Artificial Sequence 

<220> . , Cnnnpnrp . Synthetic oligonucleotide 

<223> Description of Artificial Sequence. byntne 

<400> 21 14 
aatttgcact catg 

<210> 22 
<211> 1350 
<212> DNA 

<213> Escherichia coli 

aJggctgala ttgttgtctc caaatttggc ^cagcg tayctgattt t^ccat, JO 
aaccgcagcg ctgatattgt gctttctgat S^aacgtgc gtttagt g 180 
tctgctggta tcactaatct gctggtcgct "agctgaag ^ 9| tctgcgttac 
ttcgaaaaac tcgacgctat ccgcaac £££££ a ca«actgt tctggcagaa 
ccgaacgtta tccgtgaaga gattgaacgt "gctggag cggcgagctg 
gcggcggcgc tggcaacgtc tccggcgctg jcagatgagc tgg^g a * agtggttt 
atgtcgaccc tgctgtttgt tgagatcctg cgcy y y qtqcagagcc agatatagcc 
gatgtacgta aagtgatgcg taccaacgac cgatttggtc gtgcag g y agtgat c 
gcgctggcgg aactggccgc gctgcagctg ctcccacgtc ^caatg gg 

acccagggat ttatcggtag cgaaaataaa g^tcgtacaa ^gacgcttgg * ^ 660 
agcga??Ita cggcagcctt sctggcggag a« ^ctcg aaaacgcatt 720 

accgacgtcc cgggcatcta caccaccgat ccacgcgtag t« g y tactgcat 780 
gatgaaatcg cgtttgccga agcggcagag ^ggcaactt ^ggtg y a 

Icggca.cgt tgct.cccgc jgt.cgc.gc jatatcccgg tctt^gg q 

gacccacgcg caggtggtac g cc 9f)^y rtcactttac acagcctgaa tatgctgcat 
gctctggcgc ttcgtcgcaa tcagactctg ctcactttgc J « ttcggtagac 1020 
tctcgcggtt tcctcgcgga agttttcggc ^cctcgcgc 99 ttcaacctcc 1080 

sssns2 :sssks ssssn sssss 



240 
300 
360 
420 
480 
540 
600 



840 
900 
960 
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ggcgcatcca gccataacct gtgcttcctg gtgcccggcg aagatgccga gcaggtggtg 1320 
caaaaactgc atagtaattt gtttgagtaa 

<210> 23 
<211> 449 
<212> PRT 

<213> Escherichia coli 

M^°Ala 2 Glu lie Val Val Ser Lys Phe Gly Gly Thr Ser Val Ala Asp 
1 5 10 

Phe Asp Ala Met Asn Arg Ser Ala Asp He Val Leu Ser Asp Ala Asn 

20 25 3° 

Val Arg Leu Val Val Leu Ser Ala Ser Ala Gly He Thr Asn Leu Leu 
35 40 45 

Val Ala Leu Ala Glu Gly Leu Glu Pro Gly Glu Arg Phe Glu Lys Leu 
50 55 60 

Asp Ala lie Arg Asn He Gin Phe Ala He Leu Glu Arg Leu Arg Tyr 
65 70 

Pro Asn Val lie Arg Glu Glu lie Glu Arg Leu Leu Glu Asn He Thr 

85 90 

Val Leu Ala Glu Ala Ala Ala Leu Ala Thr Ser Pro Ala Leu Thr Asp 

100 105 110 

Glu Leu Val Ser His Gly Glu Leu Met Ser Thr Leu Leu Phe Val Glu 
115 120 125 

lie Leu Arg Glu Arg Asp Val Gin Ala Gin Trp Phe Asp Val Arg Lys 
130 135 140 

Val Met Arg Thr Asn Asp Arg Phe Gly Arg Ala Glu Pro Asp He Ala 
145 150 155 

Ala Leu Ala Glu Leu Ala Ala Leu Gin Leu Leu Pro Arg Leu Asn Glu 

165 170 

Gly Leu Val lie Thr Gin Gly Phe lie Gly Ser Glu Asn Lys Gly Arg 

Thr Thr Thr Leu Gly Arg Gly Gly Ser Asp Tyr Thr Ala Ala Leu Leu 
195 200 205 

Ala Glu Ala Leu His Ala Ser Arg Val Asp lie Trp Thr Asp Val Pro 
210 215 220 

Gly He Tyr Thr Thr Asp Pro Arg Val Val Ser Ala Ala Lys Arg lie 
225 230 235 

Asp Glu lie Ala Phe Ala Glu Ala Ala Glu Met Ala Thr Phe Gly Ala 

4 5 

Lys Val Leu His Pro Ala Thr Leu Leu Pro Ala Val Arg Ser Asp He 

260 265 

Pro Val Phe Val Gly Ser Ser Lys Asp Pro Arg Ala Gly Gly Thr Leu 
275 280 285 
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iouP 



1U1 
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Val Cys Asn Lys 
290 

Arg Arg Asn Gin 
305 

Ser Arg Gly Phe 



lie Ser Val Asp 

340 



Leu Asp Thr Thr 
355 

Ser Leu Leu Met 
370 

Gly Leu Ala Leu 
385 

Ala Val Gly Lys 



Met He Cys Tyr 

420 



Gly Glu Asp Ala 
435 



Glu 



Thr Glu Asn Pro 
295 

Thr Leu Leu Thr 
310 

Leu Ala Glu Val 
325 

Leu He Thr Thr 



Gly Ser Thr Ser 

360 



Glu Leu Ser Ala 
375 

Val Ala Leu He 
390 

Glu Val Phe Gly 
405 

Gly Ala Ser Ser 



Glu Gin Val Val 

440 



Pro Leu Phe Arg 

300 



Leu His Ser Leu 
315 

Phe Gly He Leu 
330 

Ser Glu Val Ser 
345 

Thr Gly Asp Thr 



Leu Cys Arg Val 

380 



Gly Asn Asp Leu 
395 

Val Leu Glu Pro 
410 

His Asn Leu Cys 
425 

Gin Lys Leu His 



Ala Leu Ala Leu 



Asn Met Leu His 

320 



Ala Arg His Asn 
335 

Val Ala Leu Thr 
350 

Leu Leu Thr Gin 

365 

Glu Val Glu Glu 



Ser Lys Ala Cys 

400 



Phe Asn He Arg 
415 

Phe Leu Val Pro 
430 

Ser Asn Leu Phe 
445 



<210> 24 

<211> 36 

<212> DNA 

<213> Artificial Sequence 



f 2 23> Description of Artificial Sequence: Synthetic oligonucleotide 

<400> 24 ^ 36 

gatccatggc tgaaattgtt gtctccaaat ttggcg 

<210> 25 

<211> 36 

<212> DNA 

<213> Artificial Sequence 

<220> • • * SrH Hri a i Seauence: Synthetic oligonucleotide 

<223> Description of Artificial sequence. 



<400> 25 

gtaccgccaa atttggagac aacaatttca gccatg 

<210> 26 

<211> 30 

<212> DNA 

<213> Artificial Sequence 



36 



tilt Description of Artificial Sequence: Synthetic oligonucleotide 



25 
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j-hi if'fa rt"i« 



LI jl ic: ica. o ic; 



<4C0> 26 ^ . 30 

atggcagcca agatgcttgc attgttcgct 

<210> 27 

<211> 30 

<212> DNA 

<213> Artificial Sequence 

<220> i * .-^^i cpniience- Synthetic oligonucleotide 

<223> Description of Artificial Sequence. sy 



<400> 27 

gaatgcagca ccaacaaagg gttgctgtaa 

<210> 28 

<211> 2123 

<212> DNA 

<213> Zea mays 



30 



600 
660 
720 
780 
840 
900 
960 



^°U"t .tt.cc.tc. ctjctcjco. atcjtjjjcc gct.cjjct JO 

sSJSUc ccS^n , ^ iT £iii illltoiiii " 

qatgttctat ttttctagta gtgcttgatc aaacattgca "^ aac ^ tat ttagaaatgt 300 
?S?tgatat atatatatat «ttgggc.g ag^gcag -gaactt^ ^ 
aatcatttgt taaaaaaggt ttaattttgc tcagttgcag tagtctctta 420 

tagattttct ttgtgttata tacactggat acatacaaat t.agt g g tc 480 

atccacatca gctaggcata ctttagcaa J^cjaattac acaa g 540 

gtcacattct caataaactc gtcatgtttt actaaaagta c « tcgtccagct '™ 

aatccgaaaa cagttaggga agtctccaaa tctgaccaaa tacatggcca 
tatcagcatc caactttcag tttcgcatgt ^tagaaatt 9 a cgcaatc gcatatccac 
ttgttgactg catgcatcta "aataggac ctagacgatc J J gcattgtttg 
tattctctag gaagcaaggg aatcacatcg «acgg y tatccca ggg cacttgtcac 
cgctcctagc tctttgtgca accgccacta ^gctaccca t ^ aagcaacagg 

clctactgat gccattggct accatgaacc "tggatg a gta g y caccgc 960 

gggttgccaa cttgttagcg tggccgaccc tgatgctgca gcaa g y y 1Q20 
t?cagcagtg ccagatgcca atgatgatgc ^gggtatgat gccac g g 1080 
cgatgccgag tatgatgcca tcgatg.tgg tgccgact-t JJtg cg atg ta ^40 

ctagtatgat gccgccgatg at 9 a ^^a gc « gattatgccg agtatgatgc 1200 

tgatgccttc gatgataatg ccgaccatga tgtcaccaat _ « atgacagtgc 1260 

caccaatgat gatgccgagc atggtgtcac "atgatgat 9 ccattcatgt 1320 

cacaatgtta ctctggttct atctcacaca "atacaaca gttggtgctg 1380 

tcagccccac agccatggcg atccc c '^acccaat aatgaagtcg gcatgccatc 1440 
cattctagat ctagatataa gcatttgtgt agtacccaat * tt * ctc tcattataac 1500 
gcatacgact cattgtttag gaa aaaaca ^gctaataat ^ct tagattata t 1560 

Itatatctct ccatgtctgt ttgtgtgttt ^"^"9 gtctt gcatt tcaagataaa 1620 
tgtatatata accatgtatt etc cca c """J*** cttaacaaaa gctatgtact 1680 
tagttttaac catacctaga cattatgtat ^ataggegg ttaatagact 1740 

cagtaaaatc aaaacgactt acaatttaaa ^ttagaaag tac ^ atatacaaaa 1800 

aggtgagtac ttgtgcgttg "aegggaac ^tataataac t gtcatacata 1860 

tqtatcttat attgttataa aaaatatttc ataatccatt ^aaccattag tatcatgeag 1920 
EPcSSt S,'cS£c t ,c,c f tc,cacct,c ».0 

iiriiiii ziiit^ u&sn; a """ 9Ct iiss 

>„*-^rtr*t t- r- ^ 



acccgacgat ggegagtegg tea 

<210> 29 

<211> 211 

<212> PRT 

<213> Zea mays 



26 



<400> 29 ka +■ php Ala Leu Phe Ala Leu Leu Ala Leu Cys Ala 

Met Ala Ala Lys Met Phe Ala Leu rne n 15 



c 10 
1 5 



wo a i a Thr His He Pro Gly His Leu Ser Pro Leu Leu 
Thr Ala Thr Ser Ala Thr His ne rxw y 3Q 



20 25 



Met Pro Leu Ala Thr Met Asn Pro Trp Met Gin Tyr Cys Met Lys Gin 



35 : 40 



t m => Tm Pro Thr Leu Met Leu Gin Gin 
Gin Gly Val Ala Asn Leu Leu Ala Trp Pro inr ^ 



50 55 



LeU Leu Ala Ser Pro Leu Gin Gin Cys Gin Met Pro Met Met Met Pro 
65 70 

M~t- Thr Met Met Pro Met Pro Ser Met Met Pro 
Gly Met Met Pro Pro Met Thr Met Met ri^ g5 

8 5 



Ser Met Met Val Pro Thr Met Met Ser Pro Met Thr Met Ala Ser Met 

100 iUD 
Met Pro Pro Met Met Met Pro Ser Met lie Ser Pro Met Thr Met Pro 

115 120 
Ser Met Met Pro Ser Met lie Met Pro Thr Met Met Ser Pro Met He 



130 



135 



Met Pro Ser Met Met Pro Pro Met Met Met Pro Ser Met Val Ser Pro 



145 



150 



Met Met Met Pro Asn Met Met Thr Val Pro Gin Cys Tyr Ser Gly Ser 

165 1/u 

Ile Ser His He He Gin Gin Gin Gin Leu Pro Phe Met Phe Ser Pro 

180 iab 

w *i M„ Al, He Pro Pro Met Phe Leu Gin Gin Pro Phe Val Gly 
Thr Ala Met Ala lie fro lJ « 2 05 

195 zuu 

Ala Ala Phe 
210 

<210> 30 

<211> 17 

<212> DNA 

<213> Artificial Sequence 

<220> * n cpnuence- Synthetic oligonucleotide 

<223> Description of Artificial Sequence. oy 

<400> 30 17 
atgaaccctt ggatgca 

<210> 31 

<211> 17 

<212> DNA 

<213> Artificial Sequence 

<™l Description of Artificial Sequence: Synthetic oligonucleotide 

<400> 31 17 
cccacagcaa tggcgat 
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<210> 32 

<211> 639 

<212> DNA 

<213> Zea mays 



ccaJggca'gc caagatgttt gc.ttgtttg S £cctagc tctttgtgc. accgccacta JO 
gtgctaccca tatcccaggg cacttgtcac "ctactgat J^attggct | accc 18Q 

cttggatgca gtactgcatg aagcaacagg ^"gccaa cttgttag g a £ gatgat g C 2 40 
tga?gctgca gcaactgttg gcctcaccgc ttcagcagtg "agatgcca a g g y 
cgggLtgat gccaccgatg acgatgatgc cgatgccgag tatgatgcca 
tgccgactat gatgtcacca atgacgatgg ctagtatgat ^gccgatg ^gatg 

ssss ssssss usasu =2" »kdi 
ssjss nssss s;sss snssu 

tgttcttaca gcagcccttt gttggtgctg cattctaga 



<210> 33 

<211> 211 

<212> PRT 

<213> Zea mays 



Me?°Ala 3 Ala Lys Met Phe Ala Leu Phe Ala Leu Leu Ala Leu Cys Ala 
1 5 10 

Thr Ala Thr Ser Ala Thr His lie Pro Gly His Leu Ser Pro Leu Leu 



Met Pro Leu Ala Thr Met Asn Pro Trp Met Gin Tyr Cys Met Lys Gin 

35 40 45 

Gin Gly Val Ala Asn Leu Leu Ala Trp Pro Thr Leu Met Leu Gin Gin 

50 55 60 

t r i„ rin rue nin Met Pro Met Met Met Pro 

Leu Leu Ala Ser Pro Leu Gin Gin Cys Gin Met ulu 

65 70 75 

Gly Met Met Pro Pro Met Thr Met Met Pro Met Pro Ser Met Met Pro 

85 90 

Ser Met Met Val Pro Thr Met Met Ser Pro Met Thr Met Ala Ser Met 

100 105 

Met Pro Pro Met Met Met Pro Ser Met lie Ser Pro Met Thr Met Pro 

115 120 125 

Ser Met Met Pro Ser Met He Met Pro Thr Met Met Ser Pro Met He 



130 



135 



Met Pro Ser Met Met Pro Pro Met Met Met Pro Ser Met Val Ser Pro 

145 150 155 

Met Met Met Pro Asn Met Met Thr Val Pro Gin Cys Tyr Ser Gly Ser 

165 I 70 

lie Ser His He He Gin Gin Gin Gin Leu Pro Phe Met Phe Ser Pro 



180 



185 



Thr Ala Met Ala He Pro Pro Met Phe Leu Gin Gin Pro Phe Val Gly 
195 200 2°5 



28 
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Ala Ala Phe 
210 



<210> 34 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence 



Synthetic oligonucleotide 



<400> 34 
ctagcccggg tac 



13 



<210> 35 

<211> 13 

<212> DNA 

<213> Artificial Sequence 



<220> , „ 

<223> Description of Artificial Sequence 



Synthetic oligonucleotide 



<400> 35 
ctaggtaccc ggg 

<210> 36 

<211> 30 

<212> DNA 

<213> Artificial Sequence 



13 



<220> . . , o 

<223> Description of Artificial Sequence 



Synthetic oligonucleotide 



<400> 36 

ccacttcatg acccatatcc cagggcactt 



30 



<210> 37 

<211> 30 

<212> DNA 

<213> Artificial Sequence 



<220> . . ^ 

<223> Description of Artificial Sequence. 



Synthetic oligonucleotide 



<400> 37 

ttctatctag aatgcagcac caacaaaggg 



30 



<210> 

<211> 
<212> 
<213> 



38 

579 

DNA 

Zea mays 



<400> 38 

tcatgaccca 

cttggatgca 

tgatgctgca 

cgggtatgat 

tgccgactat 

gcatgat ttc 

tgtcaccaat 

caatgatgat 

ttatacaaca 

tgttct taca 



tatcccaggg 
gtactgcatg 
gcaactgttg 
gccaccgatg 
gatgtcacca 
accaatgacg 
gattatgccg 
gccaaacatg 
acaacaatta 
gcagccctt t 



cacttgtcac 
aagcaacagg 
gcctcaccgc 
acgatgatgc 
atgacgatgg 
atgccgagta 
agtatgatgc 
atgacagtgc 
ccattcatgt 
gttggtgctg 



cactactgat 
gggttgccaa 
ttcagcagtg 
cgatgccgag 
ctagtatgat 
tgatgccttc 
caccaatgat 
cacaatgtt a 
tcagccccac 
cattctaga 



gccattggct 
cttgttagcg 
ccagatgcca 
tatgatgcca 
gccgccgatg 
gatgataatg 
gatgccgagc 
ctctggttct 
agcaatggcg 



accatgaacc 
tggccgaccc 
atgatgatgc 
tcgatgatgg 
atgatgccaa 
ccgaccatga 
atggtgtcac 
atctcacaca 
atcccaccca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
579 
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<210> 39 

<211> 191 

<212> PRT 

<213> Zea mays 

<400> 39 



<400> 39 - T Mp f p r o Leu Ala 

Met Thr His He Pro Gly H 1S Leu Ser Pro Leu Leu Met Fro ^ 



1 5 10 



L^t- rin Tur rvs Met Lvs Gin Gin Gly Val Ala 

Thr Met Asn Pro Trp Met Gin Tyr cys Met uya j 

20 25 

Asn Leu Leu Ala Trp Pro Thr Leu Met Leu Gin Gin Leu Leu Ala Ser 

35 40 

Pro Leu Gin Gin Cys Gin Met Pro Met Met Met Pro Gly Met Met Pro 



50 



Pro Met Thr Met Met Pro Met Pro Ser Met Met Pro Ser Met Met Val 

65 70 75 

Pro Thr Met Met Ser Pro Met Thr Met Ala Ser Met Met Pro Pro Met 

85 90 

Met Met Pro Ser Met He Ser Pro Met Thr Met Pro Ser Met Met Pro 



100 



105 



Ser Met He Met Pro Thr Met Met Ser Pro Met He Met Pro Ser Met 

115 120 

Met Pro Pro Met Met Met Pro Ser Met Val Ser Pro Met Met Met Pro 

130 135 I 40 

Asn Met Met Thr Val Pro Gin Cys Tyr Ser Gly Ser He Ser His lie 

145 150 155 

lie Gin Gin Gin Gin Leu Pro Phe Met Phe Ser Pro Thr Ala Met Ala 



165 I 70 

t=,, r.in rtin Pro Phe Val Gly Ala 

190 



lie Pro Pro Met Phe Leu Gin Gin Pro Phe Val Gly Ala Ala Phe 

180 185 



<210> 40 

<211> 43 

<212> DNA 

<213> Artificial Sequence 

<22?> Description of Artificial Sequence: Synthetic oligonucleotide 

<400> 40 _ 43 

ctagaagcct cggcaacgtc agcaacggcg gaagaatccg gtg 

<210> 41 

<211> 43 

<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Synthetic oligonucleotide 

<400> 41 43 
catgcaccgg attcttccgc cgttgctgac gttgccgagg ctt 
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<210> 42 

<211> 55 

<212> DNA 

<213> Artificial Sequence 

<220> 



<223> Description of Artificial Sequence: Synthetic oligonucleotide 

g"SccaJgg cgccccttaa gtccaccgcc agcctccccg tcgcccgccg ctcct 55 

<210> 43 

<211> 55 

<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Synthetic oligonucleotide 

ctagaggagc ggcgggcgac ggggaggctg gcggtggact taaggggcgc catgg 55 

<210> 44 

<211> 59 

<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Synthetic oligonucleotide 

caJggcgccc accgtgatga tggcctcgtc ggccaccgcc gtcgctccgt tccaggggc 59 

<210> 45 

<211> 59 

<212> DNA 

<213> Artificial Sequence 

<22?> Description of Artificial Sequence: Synthetic oligonucleotide 

S!gcc!ct ggaacggagc gacggcggtg gccgacgagg ccatcatcac ggtgggcgc 59 

<210> 46 

<211> 75 

<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Synthetic oligonucleotide 

catggctggc ttccccacga ggaagaccaa caatgacatt acctccattg ctagcaacgg 60 
tggaagagta caatg 

<210> 47 

<211> 75 

<212> DNA 

<213> Artificial Sequence 

<22?> Description of Artificial Sequence: Synthetic oligonucleotide 
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^gcat^gt actcttccac cgttgctagc aatggaggta atgtcattgt tggtcttcct 60 

cgtggggaag ccagc 



<210> 
<211> 
<212> 
<213> 

<220> 



48 
90 
DNA 

Artificial Sequence 



<223> Description of Artificial Sequence: 



Synthetic oligonucleotide 



catgWcc tcaatgatct cctccccagc tgttaccacc gtcaaccgtg ccggtgccgg 60 
catggttgct ccattcaccg gcctcaaaag 

<210> 49 

<211> 90 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Arti 



ficial Sequence: Synthetic oligonucleotide 



caJgctt^tg aggccggtga atggagcaac catgccggca ccggcacggt tgacggtggt 60 
aacagctggg gaggagatca ttgaggaagc 

<210> 50 

<211> 31 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Arti 



ificial Sequence: Synthetic oligonucleotide 



<400> 50 

gactatccat ggcacattgt actcttccac c 

<210> 51 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<2 2 0 > 

<223> Description of Artificial Sequence 



31 



Synthetic oligonucleotide 



<400> 51 

tactaaccat ggcttcctca 



20 



<210> 

<211> 
<212> 
<213> 

<220> 



52 
12 
DNA 

Artificial Sequence 



<223> Description of Artificial Sequence 



<400> 52 
ggccatggcc gc 

<210> .53 
<211> 30 



Synthetic oligonucleotide 



12 
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<212> DNA 

<213> Artificial Sequence 



^2M> Description of Artificial Sequence: Synthetic oligonucleotide 

<400> 53 30 
gaaaccatgg ccagtgtgat tgcgcaggca 

<210> 54 

<211> 29 

<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Synthetic oligonucleotide 



29 



<400> 54 

gaaaggtacc ttacaacaac tgtgccagc 

<210> 55 

<211> 1494 

<212> DNA 

<?13> Glycine max 

<220> 

<221> unsure 
<222> (1461) 

<220> 

<221> unsure 
<222> (1464) 

<220> 

<221> unsure 
<222> (1465) 

a^qcaqca caaaaagttg ttgaagtaaa tgccttggcc aaggcattgt ctggacagaa 60 

USSSS £3SS jSESKj i 

ggccacaaat gttagtgcca ggttggatgc tcaacagaag ^^tgaatc Jttctgttct 
frcaacaact acaattggat ctttccctca aactgccgat cttagaagrg twcgycgcga 
attcaaaqct aacaaga?ct ccgaggaaga gtatgthaag tcaattaagg aggaaattcg 
caaagt?gtt garcttcag aa^agcttga tattgatgtt cttgttcatg gagaacc.g. 
gagaaatgat atggttgagt acttcggtga rcaattgtca ggctttgcct tcacygttaa 
taaataaata caatcctatg gttcccgttg ygtgaagcca ccratcatct atggtgatgt 

£ aagccaatgl cygtcttctg gtcatctctg gctcagagct accaag 

cccaataaaq qqaatgctta ccggtcc.tgt taccattctc aactggkcct ttgtwagaaa 
taaccaacc? aga?c?gaga ccacctacca gattgctttg gctatcaagg acgaagtgga 
ggacct?gaa aaggctggca tcactgttat ccaaattgat ? aagctgctt tgagagaggg 
?ctgccactg rggaaatcag aacaagctca ctacttggac tgggctgtcc ^gccttcag 
aatlaccaa? gttggtgtgc aggataccac tcagatccac acccacatgt = 
r-t-1-caacaac atcatccact ccatcatcga catggacgct gatgttatca. ccactgagaa 
ctctcgc?cc gatgagaagc tcctgtcagt cttccgtgaa ggtgtgaagt atggtgctgg 1020 
^ttasccct qqtgtctatg acatccactc cccaagaata ccaccaactg aagaaatcgc 1080 
?gaclgaatc lataagatgc tggcagtgct cgagaagaac atcttgtggg tcaaccc ga 1140 
c?qtqqtctc aagacccgca agtacactga agtgaagccc gccctcacaa acatggttgc 1200 
9 caaaa ctJatccgt. acgaacttgc caagtgaatg Jtataaga.. ? tagaatcta 260 
r „J fratr aattctactt ttataataca ccaaagaaaa attttctata ttgggttgtu ij^u 
tc^tafccg ^gtg'gaat atttagatgt tttagcatgc tctgtgagca Jttgattctt 1380 
cctcaacccc tctcccctta tttttcccaa ctcctgtttt ccc aa gaa tgttgtatct ijju 
ttgctttgcc gcaatcctta nttnngatat gaaatattac cagttttgtg caaa 1494 



300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
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